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<210> 1 
<211> 2140 
<212> DNA 
<213> fabaceae 

<400> 1 

tcgagtttga atattgtgtt taataaattt atacagagtt tcgtttgatt ttatttaaat 60 

cttctagata ttgagttgag ttactcaata aattttttgc tccgtcttcc attgaatttt 120 

tcggtcataa gggttaagta gttaaaaaaa agaaaataat tatgacagag atattgagtt 180 

gttaatatat atatatatat atatatatat atatatatat atatatatat atatatatat 240 

atatatatat atattttttt ttgtgtgtgt gaaaatttaa aaaataaaag aataaatatt 300 

atatagagaa aatgaattta taagagatgt gattcatttt tctattgttt tacggttttt 360 

ttcgatgaat atctaatgtt aatgtctctt aaatctcgaa tgattgtctt atcgatattt 420 

atggatctca ctcttcgaag tctccaatgg tataagagtt ctgttgttaa attttggtga 480 

atacaccttt acacgtctca tttgtcaagt cctagatgtt agggagtgtg ttaaaagtgt 540 

cggtattaaa cattatatat ttaaaatatt ttataaatcg gataactcat cggtctacaa 600 

atcaattttg tagagttgaa ttacattcga tcacattttt aaaatatata ttttttaaat 660 

taaatttaat atttttggag ataaaacatt agtattaact aaaattctat acaattaact 720 

aatttgagaa aaaattaatt aatagatcac atagccacct tacctcattg gactaaacgt 780 

caaggtcttc taagagaatt tgagttacat cacaccccaa aattttaatt taataaatat 840 

ttattatatt tgtcttatat atcttacaat tttttattag attctttgaa agaaaaataa 900 

ataagtttga attgttttca aataaattaa attaagattt ttcttcttct cttataaaag 960 

ggcaatacaa ccatagtcta aaccaaatcc ttccactcct tctttacttt caagttccaa 1020 

tagctaagta ataaaatggg ttccaaactt ccagtactgt ttgtttttgt gatgttgttt 1080 

gctttaagtt cagccattcc aaacaagaga aagccatata aaccatgcaa aaacctagtc 1140 

ctttattttc atgatatact ttacaatgga aagaatgcag caaatgcaac atcagcaata 1200 

gtagcagctc cagaaggtgt tagtttaact aaattggcac ctcaatccca ctttggtaac 1260 

ataatagttt ttgatgaccc tatcacatta agccatagcc tttcttcaaa acaagttgga 1320 

agagcacaag ggttttatat ttatgatacc aaaaacacat acacttcttg gcttagtttc 1380 

acttttgttc ttaatagcac tcatcatcaa ggaaccatta cttttgctgg agctgaccca 1440 
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attgtcgcca aaactagaga tatttctgtc actggtggta ctggagattt ctttatgcat 1500 

agaggaattg ctactattac cactgatgcc tttgaaggcg aggcttattt tcgacttggt 1560 

gtttacatca agttctttga gtgttggtaa ctatcaaatt aagtactact tgctatagta 1620 

aaaccaatta aatttgaagt taaattgttg ttgtctcttt tcatgttgtg ttttttaatt 1680 

aattagccca gaaagtatac tttgtacttt tttattctct aagattatta tcaataaatg 1740 

aagattctat taactatttt ctttttttag aataagcata tcactttttc atattgactt 1800 

ataagataaa taaattcttg tcaatattat ttttcaaaca acacaaaaat tataaatgac 1860 

attgaatcga cataagtagc taagcacaca catgtaaatg aaaccgtgta ggaggattgg 1920 

aagagttatt agctgaagtg gatgaggatt gagtctgaca gttactattt tcctagtcta 1980 

aaagtccatg gcaaacacca tgagtgcaaa actggttgaa cgtgggtata actcaaatca 2040 

aataatctca acaatttctt ttcttcaaat cctcacatct aaagcttgtg acgaaaatta 2100 

atcataaatg atatctcttt gtacttcttt tgttctctgt 2140 



<210> 2 
<211> 184 
<212> PRT 
<213> fabaceae 

<400> 2 

Met Gly Ser Lys Leu Pro Val Leu Phe Val Phe Val Met Leu Phe Ala 
1.5 10 15 

Leu Ser Ser Ala lie Pro Asn Lys Arg Lys Pro Tyr Lys Pro Cys Lys 
20 25 30 

Asn Leu Val Leu Tyr Phe His Asp lie Leu Tyr Asn Gly Lys Asn Ala 
35 40 45 

Ala Asn Ala Thr Ser Ala lie Val Ala Ala Pro Glu Gly Val Ser Leu 
50 55 60 

Thr Lys Leu Ala Pro Gin Ser His Phe Gly Asn lie lie Val Phe Asp 
65 70 75 80 

Asp Pro lie Thr Leu Ser His Ser Leu Ser Ser Lys Gin Val Gly Arg 
85 90 95 

Ala Gin Gly Phe Tyr lie Tyr Asp Thr Lys Asn Thr Tyr Thr Ser Trp 
100 105 110 

Leu Ser Phe Thr Phe Val Leu Asn Ser Thr His His Gin Gly Thr lie 
115 120 125 

Thr Phe Ala Gly Ala Asp Pro lie Val Ala Lys Thr Arg Asp lie Ser 
130 135 140 

Val Thr Gly Gly Thr Gly Asp Phe Phe Met His Arg Gly He Ala Thr 
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145 150 155 160 

He Thr Thr Asp Ala Phe Glu Gly Glu Ala Tyr Phe Arg Leu Gly Val 
165 170 175 

Tyr He Lys Phe Phe Glu Cys Trp 
180 



<210> 3 
<211> 468 
<212> DNA 
<213> fabaceae 

<400> 3 

gatcacacaa acacacataa cacattaagt gaagtgagtc atattaagtt tttatattca 60 
tcactactta agaagccatg gagaagaaat cactagcttg cttgtccttc ctcctcctcg 120 
ttctctttgt tgcacaagaa atagtggtga gtgaagcaaa cacatgtgag aatttggctg 180 
gttcatataa gggagtatgc ttcggtggat gtgaccgtca ctgtagaaca caagagggcg 240 
caattagcgg cagatgcagg gatgactttc gctgttggtg cactaaaaac tgttaaatcc 300 
cttttctcca acaccaacaa cacccatata taatactata atataaataa ataaacaagt 360 
gttgtttcga attctatgtg tgtactcaat atcgtgtata acgtgtttgt tatgcacttt 420 
tatcatatca tatggaataa aaagtaatca atcatttcct ttccaaaa 468 



<210> 4 
<211> 72 
<212> PRT 
<213> fabaceae 

<400> 4 

Met Glu Lys Lys Ser Leu Ala Cys Leu Ser Phe Leu Leu Leu Val Leu 
15 10 15 

Phe Val Ala Gin Glu He Val Val Ser Glu Ala Asn Thr Cys Glu Asn 
20 25 30 

Leu Ala Gly Ser Tyr Lys Gly Val Cys Phe Gly Gly Cys Asp Arg His 
35 40 45 

Cys Arg Thr Gin Glu Gly Ala He Ser Gly Arg Cys Arg Asp Asp Phe 
50 55 60 

Arg Cys Trp Cys Thr Lys Asn Cys 
65 70 
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